106 A g Z =47 N =59 adopted link| [ENSDF link

Based on ENSDF from Oct 2022, and mass evaluation from 2020

BE = 905.732 ( 0.003) MeV

Qbeta- = 0.190 ( 0.003) MeV

Qbeta+ = 2.965 ( 0.003) MeV

Energy T J+ J- J-other T1/2

106AG 1 | 0.000 1+ | | 1 23.96 M 4
106AG 2 | 0.090 6+ | | 2 8.28D 2
106AG 3 | | | 0.111 2)+ 3
106AG 4 | | | 0.206 (3)+ 4
106AG 5 | | | 0.235 (1+,2+,3+) 5
106AG 6 | | |  0.257 6
106AG 7 | | | 0.277 1-,2- 7
106AG 8 | 0.329 5+ | | 8
106AG 9 | 0.333 7+ | | 9
106AG 10 | | | 0.364 (2,3)- 10
106AG 11 | 0.389 3+ | | 11
106AG 12 | | | 0.417 (1-) 12
106AG 13 | | | 0.425 (2,3)- 13
106AG 14 | | | 0.449 (4)+ 14
106AG 15 | | | 0.469 15
106AG 16 | | | 0.503 (3+,4,5+) 16
106AG 17 | | | 0.518 (3,4)- 17
106AG 18 | | |  0.543 6 18
106AG 19 | | | 0.557 (5+) 19
106AG 20 | | | 0.565 (2,3)- 20
106AG 21 | | | 0.596 1-,2-,3- 21
106AG 22 | | | 0.597 1-,2-,3- 22
106AG 23 | | | 0.603 (2-,3-) 23
106AG 24 | 0.626 T+ | | 24
106AG 25 | | 0.661 1- | 25
106AG 26 | | | 0.676 (5+) 26
106AG 27 | | | 0.680 0-,1- 27
106AG 28 | | | 0.698 1-,2-,3- 28
106AG 29 | | | 0.712 (4+) 29
106AG 30 | 0.721 T+ | | 30
106AG 31 | | | 0.730 (2+) 31
106AG 32 | | | 0.742 (3+,4+) 32
106AG 33 | | | 0.749 33
106AG 34 | | 0.765 6- | 34
106AG 35 | | | 0.770 1-,2-,3- 35
106AG 36 | | | 0.770 6 36


http://www.nndc.bnl.gov/ensdf/getadopted.jsp?nuc=106Ag
https://www.nndc.bnl.gov/ensdf/
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106AG 127 | 3.749 14+ |
106AG 128 | |
106AG 129 | |
106AG 130 | |
106AG 131 | 4.051 15+ |
106AG 132 | 4.095 15+ |
106AG 133 | |
106AG 134 | 4.456 16+ |
106AG 135 | 4.500 16+ |
106AG 136 | |
106AG 137 | |
106AG 138 | 4.921 17+ |
106AG 139 | 4.965 17+ |
106AG 140 | I
106AG 141 | |
106AG 142 | 5.424 18+ |
106AG 143 | 5.469 18+ |
106AG 144 | 5.555 18+ |
106AG 145 | I
S-p = 5.813 ( 0.003)
106AG 146 | 6.011 19+ |
106AG 147 | I
106AG 148 | 6.056 19+ |
106AG 149 | |
106AG 150 | |
S-p = 5.813 ( 0.00

S-n = 7.943 ( 0.005)---
S-2p = 14.561 ( 0.004)--—---
S-2n = 17.969 ( 0.00
S-alpha= 2.584 ( 0.007)---
S+p = -7.337 ( 0.003)
S+n = -9.536 ( 0.004)
S+2p = -11.755 ( 0.009)
S+2n = -16.807 ( 0.004)
S+alpha = -1.953 ( 0.012)
gap p = -1.523 ( 0.005)
gap n = -1.593 ( 0.007)
gap 2p = 2.806 ( 0.010)
gap 2n = 1.162 ( 0.006)
gap alpha = 0.632 ( 0.014)



